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LABORATORY OF

STRUCTURAL BIOLOGY

protein crystallography, human carbonic anhydrase IX, antibody engineering

The main interests of our group are structural studies of various proteins of biclogical or medicinal interest using protein
crystallography. We use the structural knowledge in understanding the protein function and in some projects also in
modulating its function by design of specific inhibitars.

In our structure-based drug discovery project, we target enzymes from pathogenic organisms as well as human
enzymes (e.g., human nucleatidases or cancer-specific carbonic anhydrase 1X]; the knowledge of protein structures
provides a platform for the rational design of specific inhibitors.

Our group also focuses on engineering recambinant antibody fragments of potential diagnaostic use. We emplay several
approaches aiming at practical use of recomhinant antibody fragments.
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